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1. W®E

AIMBFIA—N (Sanger) WFRYTIE, FAERARNLFIEXEZFRA
AURERRIFT DNA 128, @id PCR ¥ 18, IistEmikial, REWELE, X
18R PCR P TIE MR 2E4L, (EFSEE ABI 2B RY 3730XL MRS PCR
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2. HmiEsS

HRRES Hmimid
LMH BRI

3. sCIEMEmid

3.1 EEid
HAIRTR e e S cat.No
BM2000 + DNA Marker [LEBVALES MD102-01
IRfErE Biowest agarose
2 x Taq Master Mix ML) P111-01
Primer RImEYD
EREZH DNA RESFIS RIREN DP304-02
3.2 EENRMNEEM
W X BEFiR cat. No.
PCR 1Y PR RPERHY Genesy 96T
Positive clone JUF HHIRETIRAR
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faE DNA EEik{Y pAN-1/N=1] EPS300

IERRR PRGN EERET JS-780

BRas KIAE]

EIRECM MY TG16-W
4. DNA 128

RETFFENRRENER BRI ZRAS.

4.1 DNA R8N

EY 5 ul DNA B 1%I5ERE.

IX TAE Z/REREIK (BE 120~180V) #&

W, B—2EAE DNA STETCIEMR, AIRERHRIBRERLISE PCR 2X;
4.2 FHREHENRELERE

EY 1 pl#& OD {8, OD 260/280 7E 1.7~2.0, iBH DNA REREF, /)

BEHSHR, AT 208 RNATH. —REDENERS RNA 53

PCR,

4.3 5|5

B LiASE RS, (£ Snapgene IRt 2 &

V1.7

Eﬂ]r]jt

< PCR ¥ 1&5(|41, BEIRAIRR

FSEUT:
1D homo mus rat Chicken
IR (bp) 391 bp 150 bp 196 bp 197bp

5. PCRY¥ g

5.1 {82 (50 pb
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BN iR
5*Primerstar Buffer 10 pl
dNTP (2.5 mM) 4 ul
Primerstar HS (1 U/ul, Takara) lul
Primer F (10 uM) Tl
Primer R (10 uM) Tul
Template DNA (£4 100 ng) 0.2ul
*#MNE ddH.0 ZE 32.8ul

5.2 RREItER:
mE (°C) R1E
95 3min
95 30s
60 30s 30cycle
72 30s
72 Smin

5.3 BERCFRIKE ST

PCR F=HJEN 5 ul 1%IRAEFEER

FEKER (WEEIKE).

6. N

BREEEK, EBKSE: 150V, 100 mA, 10~20 min

F7R 45 ul PCR FAPENFF A BT —NRFIGIE, 1E result group RS LS

R, FFFH sequence analysis {45

17T, (SEFFER : IZEIS/4 (.abl) BT A Chromas

4% EY, SeqMan FUFFIFF. FHILLXSET A SeqMan 3R44,
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7. ERER
7.1 EEARHRIKEESR :

negative control positive control LMH

M(bp) human rat mouse chicken human rat mouse chicken human rat mouse chicken
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Max Total Query E Per. Acc.

Desciplion ScientifE Name Score Score Cover value Ident =~ Len  Accession
v v v L 4 v v

Gallus gallus breed Huainan Partridge chicken mitochondrion, complete genome Gallus gallus 292 292  98% 7e-75 98.79% 16785 MT705248.1
Gallus gallus isolate 55986 mitochondrion, complete genome Gallus gallus 292 292 98%  Te-75 98.79% 16786 MT800330.1
Gallus gallus isolate 55888 mitochondrion, complete genome Gallus gallus 292 292 98% Te-75 98.79% 16786 MT800377.1
Gallus gallus isolate 11103 mitochondrion, complete genome Gallus gallus 292 292 98% T7e-75 98.79% 16783 MT800438.1
Gallus gallus isolate 23636 mitochondrion, complete genome Gallus gallus 292 292 98% Te-75 98.79% 16785 MT800462.1
Gallus gallus isolate DC3 mitochondrion, complete genome Gallus gallus 292 292 98% 7e-75 98.79% 16785 MK163564.1
Gallus gallus isolate ACAD13772_Mindoro_Philippines mitochondrion, complete genome Gallus gallus 292 292 98% 7e-75 98.79% 16785 KY039416.1
Gallus gallus isolate ACAD12752_Long_lsland_New_Guinea mitochondrion, complete genome Gallus gallus 292 292 98% Te-75 98.79% 16785 KY039394.1
Gallus gallus isolate 020317_13 large subunit ribosomal RNA gene, partial sequence; mitochondrial ~ Gallus gallus 292 292 98% T7e-75 98.79% 516 ORS360149.1
Gallus gallus isolate 23657 mitochondrion, complete genome Gallus gallus 292 292 98%  Te-75 98.79% 16786 MT800482.1
Gallus gallus isolate 23693 mitochondrion, complete genome Gallus gallus 292 292 98% Te-75 98.79% 16787 MT800476.1
Gallus gallus clone S 168 ribosomal RNA gene, partial sequence; mitochondrial Gallus gallus 292 292 98% T7e-75 98.79% 524 KF908855.1
Gallus gallus isolate 55958 mitochondrion, complete genome Gallus gallus 292 292 98% 7e-75 98.79% 16788 MT800403.1
Gallus gallus breed Yemili mitochondrion, complete genome Gallus gallus 292 292 98% 7e-75 98.79% 16790 OP718272.1
Gallus gallus isolate 55940 mitochondrion, complete genome Gallus gallus 292 292 98% 7e-75 98.79% 16788 MT800402.1
Gallus gallus isolate ACAD14393_Kab_Manokwari_Indonesia mitochondrion, complete genome Gallus gallus 292 292 98% Te-75 98.79% 16785 KY039423.1
Gallus gallus isolate 23666 mitochondrion, complete genome Gallus gallus 292 292 98% Te-75 98.79% 16784 MT800425.1
Gallus gallus isolate 11003 mitochondrion, complete genome Gallus gallus 292 292 98% Te-75 98.79% 16783 MT800436.1
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