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AINHI=F DNA &£288 (DNAbarcode) K, XHEIEHEARR 16S rRNA &
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EEFFEFIHTHEST o, BEXEERINTE.
2. HmREsS
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3.1 IEEHEEAAY Sanger MIFRLER:
AR 4 R 40 Jil 7 S2
BAr XA 16S rRNA
>S$2-cy-16S-R_F05.ab1l
AACGGCTACACCCAAAATTATATCTTAATCCAACATCGAGGTCGCAA
TCTTTTTTATCGATATGAACTCTCCAAAAAAATTACGCTGTTATCCCT
AAAGTAACTTAATTTTTTAATCATTATTAATGGATCAAATATTCATA
AATTTATGTTTTTAAAAATTAAAAGTTTTTTAAATTTTAATATCACCC
M58 & CAATAAAATATTTTTATTTATTAAAATTTAATTAATCTATATAATTAA
(FASTA# ) AATAAAAAAAAATATAAAGATTTATAGGGTCTTCTCGTCTTTTAAAT

AAATTTTAGCTTTTTGACTAAAAAATAAAATTCTATAAAAATTTTAA
ATGAAACAGTTAATATTTCGTCCAACCATTCATTCCAGCCTTCAATT
AAAAGACTAATGATTATGCTACCTTTGCACAGTCAAAATACTGCGGC
CATTTAAAATTTTCAGTGGGCAGGTTAGACTTTATATATAATTCAAA
AAGACATGTTTTT
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B SSMENAE | S0 e o value | oo Lan | Accssin
- v -
Drosophila melanogaster isolate Oregon R mitochondrion, complete genome Drosophila mela 898 898 100% 0.0 100.00% 14905 AF200828 1
Drosophila mel isolate Domodedovo 18 mitochendrion Drosophila mela... 898 898 100% 0.0  100.00% 15520 MW376576.1
Drosophila melanogaster strain QI2 mitochondrion, partial genome Drosophila mela... 8% 8938 100% 0.0 100.00% 14904 JQG6B6696.1
Drosophila mel: strain CO3 mitechondrion, partial genome Drosophila mela. 898 898 100% 0.0 100.00% 14904 JQ6E86695.1
Drosophila melanogaster isolate L18 mitochondrion, complete genome Drosophila mela. 898 898 100% 0.0 100.00% 14905 KY310614.1
Drosophila mel. strain tko25t mitochondrion, complete genome Drosophila mela... &% 898 100% 0.0 100.00% 18844 JO686693.1
Drosophila mel isolate BS1 mitochondrion Drosophila mela... 898 898 100% 0.0 100.00% 14610 KY5593911
Drosophila r strain Reids1 mitochondrion, partial genome Drosophila mela 898 898 100% 0.0 100.00% 14906 JOBBGEIT 1
Drosophila mel isolate LS mitochondrion Drosophila mela... 898 898 100% 0.0 100.00% 14654 KY559390.1
Drosophila r isolate PYR2 mitochondrion Drosaophila mela 898 898 100% 0.0 100.00% 14660 KY5593891
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